Fi gure 1A 



No. 


Kinase-Subclass 


Family 


Sub 


Protein 


ocD sequence 


1 


Serine/Threonine 


RAF 




>Raf 


rQWCEGSSLYKHLHVQETK 
F 


2 


Serine/Threonine 


RAF 




Araf 


TQWCEGSSLYHHLHVADTR 
F 


3 


Serine/Threonine 


RAF 




Braf 


TQ WCEGS SL YHHLHIIETKF 


4 


Serine/Threonine 


CAPK 




cAPKa 


MEYVPGGEMFSHLRRIGRF 


4 


Serine/Threonine 


CAPK 




cAPKb 


MEYVPGGEMFSHLRRIGRF 


5 


Serine/Threoiiine 


CAPK 




cAPKg 


MEYVPGGEMFSRLQRVGRF 


6 


Serine/Threonine 


PKC 




PKCa 


MEYVNGGDLMYHIQQVGK 
F 


7 


Serine/Threonine 


PKC 




PKCb 


MEYVNGGDLMYfflQQVGR 
F 


8 


Serine/Threonine 


PKC 




PKCg 


MEYYTGGDLMYHIQQLGKF 


9 


Serine/Threonine 


PKC 




PKCd 


MEFLNGGDLMFHQDKGRF 


10 


Serine/Threonine 


PKC 




PKCe 


MEYVNGGDLMFQIQRSRKF 


11 


Serine/Threonine 


PKC 




PKCet 


MEFVNGGDLMFHIQKSRRF 


12 


Serine/Threonine 


PKC 




PKCth 


MEYLNGGDLMYHIQSCHKF 



Fi gure IB 



13 


Serine/Threonine 


Akt/PKB 




Aktl/Raca 


MEYANGGELFFHLSRERVF 


13 


Serine/Threonine 


Akt/PKB 




Akt2/Racb 


MEYANGGELFFHLSRERVF 


14 


Serine/Threonine 


GSK3 




GSK3a 


LEYVPETVYRVARHFTKAK 
LH 


15 


Serine/Threonine 


GSK3 




GSK3b 


LD YVPETV YRV ARHY SRAK 
QTL 


16 


Serine/Threonine 


CKn 




CKIIa 


FEHVNNTDFKQLYQTL 


17 


Serine/Threonine 


CKn 




CKIIa' 


FEYINNTDFKQLYQIL 


18 


Serine/Threonine 


bARKl.2 




bARKl 


LDLMNGGDLHYHLS QHGV 
F 


18 


Serine/Threonine 


bARKl,2 




bARK2 


LDLMNGGDLHYHLSQHGV 
F 


19 


Serine/Threonine 


GRK1 




GRK1 


MTIMNGGDIRYHIYNVDED 
NPGF 


20 


Serine/Threonine 


GRK4 




GRK4 


LTIMNGGDLKFHIYNLGNPG 
F 


21 


Serine/Threonine 


GRK5 




GRK5 


LTIMNGGDLKFHIYNMGNP 
GF 


22 


Serine/Threonine 


GRK6 




GRK6 


LTLMNGGDLKFfflYHMGQA 
GF 



Figure 1C 



23 


Serine/Threonine 


CaMK 




CaMK I 


MQLVSGGELFDRIVEKGGY 


24 


Serine/Threonine 


CaMK 




CaMKIIa 


FDLVTGGELFEDIVAREYY 


24 


Serine/Threonine 


CaMK 




CaMK nb 


FDLVTGGELFEDIVAREYY 


24 


Serine/Threonine 


CaMK 




CaMKIIg 


FDLVTGGELFEDIVAREYY 


24 


Serine/Threonine 


CaMK 




CaMKnd 


FDLVTGGELFEDIVAREYY 


25 


Serine/Threonine 


POLO 




Plk 


LELCRRRSLLELHKRRKAL 


26 


Serine/Threonine 


POLO 




Plxl 


LELCRRRSLLELHKRRKAV 


27 


Serine/Threonine 


POLO 




polo 


LELCKKRSMMELHKRRKSI 


28 


Serine/Threonine 


POLO 




SNK 


LEYCSRRSMAHILKARKVL 


29 


Serine/Threonine 


POLO 




CDC5 


LEICPNGSLMELLKRRKVL 


30 


Serine/Threonine 


POLO 




Sak 


LEMCHNGEMNRYLKNRVK 
PF 


31 


S erine/Threonine 


POLO 




Prk 


LELCSRKSLAfflWKARHTL 



Figure ID 



31 


Serine/Threonine 


POLO 




Fnk 


LELCSRKSLAHIWKARHTL 


32 


Serine/Threonine 


POLO 




Plol 


LELCEHKSLMELLRKRKQL 


33 


Serine/Threonine 


MARK/p 
78 




MARK1 


MEYASGGEVFDYLVAHGR 
M 


33 


Serine/Threonine 


MARK/p 
78 




MARK2 


MEYASGGEVFDYLVAHGR 
M 


34 


Serine/Threonine 


MARK/p 
78 




P78 


MEYASGGKVFDYLVAHGR 
M 


35 


Serine/Threonine 


CDK 




CDK2 


FEFLHQDLKKFMDASALTGI 


36 


Serine/Threonine 


CDK 




CDK4 


FEHVDQDLRTYLDKAPPPG 
L 


37 


Serine/Threonine 


CDK 




CDK6 


FEHVDQDLTTYLDKVPEPG 
V 


38 


Tyrosine 


SRC 




c-Src 


TEYMSKGSLLDFLKGETGK 
YL 


39 


Tyrosine 


SRC 




c-Yes 


TEFMSKGSLLDFLKEGDGK 
YL 


40 


Tyrosine 


SRC 




Fyn 


TEYMNKGSLLDFLKDGEGR 
AL 


41 


Tyrosine 


SRC 




c-Fgr 


TEFMCHGSLLDFLKNPEGQ 
DL 



Fi gure IE 



42 


Tyrosine 


LYN/HC 
K 




Lyn 


TEYMAKGSLLDFLKSDEGG 
KV 


43 


Tyrosine 


LYN/HC 
K 




Hck 


TEFMAKGSLLDFLKSDEGS 
KQ 


44 


Tyrosine 


LCK 




Lck 


TEYMENGSLVDFLKTPS GIK 
L 


45 


Tyrosine 


CSK 




Csk 


TEYMAKGSLVDYLRSRGRS 
VL 


46 


Tyrosine 


CSK 




Matk 


MEHVSKGNLVNFLRTRGRA 
LV 


47 


Tyrosine 


FAK 




Fak 


MELCTLGELRSFLQVRKYSL 


48 


Tyrosine 


ABL 




c-Abl 


TEFMTY GNLLDYLRECNRQ 
EV 


49 


Tyrosine 


ENDOTH 
ELIAL 


Tie/Tek 


Tie 


IEYAPYGNLLDFLRKSRVLE 
TDPAFAREHGTASTL 


50 


Tyrosine 


ENDOTH 
ELIAL 


Tie/Tek 


Tek 


IEYAPHGNLLDFLRKSRVLE 
TDPAFAIANSTASTL 


51 


Tyrosine 


ENDOTH 
ELIAL 


FGFR 


Fig 


VEYASKGNLREYLQARRPP 
GLEYCYNPSHNPEEQL 


52 


Tyrosine 


ENDOTH 
ELIAL 


FGFR 


Bek 


VEYASKGNLREYLRARRPP 
GMEYSYDINRVPEEQM 


53 


Tyrosine 


ENDOTH 
ELIAL 


FGFR 


FGFR-3 


VEYAAKGNLREFLRARRPP 
GLDYSFDTCKPPEEQL 



) 

Fi gure IF 



54 


Tyrosine 


ENDOTH 
ELIAL 


FGFR 


FGFR-4 


VECAAKGNLREFLRARRPP 
GPDLSPDGPRSSEGPL 


55 


Tyrosine 


ENDOTH 
ELIAL 


PDGFR 


PDGFR-a 


TEYCFYGDLVNYLHKNRDS 
FLSHHPEKPKKELDIFGLNP 
A 


56 


Tyrosine 


ENDOTH 
ELIAL 


PDGFR 


PDGFR-b 


TE YCRYGDL VD YLHRNKHT 
FLQHHSDKRRPPSAELYSNA 
L 


57 


Tyrosine 


ENDOTH 
ELIAL 


Flt/Flk 


Fltl 


VEYCKYGNLSNYLKSKRDL 
FFLNKDAALHMEPKKEKME 
PG 


58 


Tyrosine 


ENDOTH 
ELIAL 


Fit/Flk 


Flt4 


VEFCKYGNL'SNFLRAKRDA 
FSPCAEKSPEQRGRFRAMV 


59 


Tyrosine 


ENDOTH 
ELIAL 


Flt/Flk 


Flkl 


VEFSKFGNLSTYLRGKRNEF 
VPYKSKGARFRQGKDYVGE 


60 


Tyrosine 


HGFR 




c-Met 


LPYMKHGDLRNFIRNETHN 
P 


61 


Tyrosine 


HGFR 




c-Sea 


LPYMRHGDLRHFIRAQERSP 


62 


Tyrosine 


HGFR 




Ron 


LPYMCHGDLLQFIRSPQRNP 


63 


Tyrosine 


EGFR 




EGFR 


TQLMPFGCLLDYVREHKDN 
I 


64 


Tyrosine 


EGFR 




ErbB2 


TQLMPYGCLLDHVRENRGR 
L 


65 


Tyrosine 


EGFR 




ErbB3 


TQYLPLGSLLDHVRQHRGA 
L 



V 



Fi gure 1G 



66 


tyrosine J 


2GFR 


] 


2rbB4 


rQLMPHGCLLEYVHEHKDN 


67 


Tyrosine 


RET 




Ret 


VEYAKYGSLRGFLRESRKV 
GPGYLGS GGSRNS S SLDHPD 
ERAL 


68 


Tyrosine 


TRK- 
NGFR 




Trk- 
NGFR 


FEYMRHGDLNRFLRSHGPD 
AKLLAGGEDVAPGPL 


69 


Tyrosine 


TRK- 
NGFR 




TrkB 


FEYMKHGDLNKFLRAHGPD 
AVLMAEGNPPTEL 


70 


Tyrosine 


TRK- 
NGFR 




TrkC 


FEYMKHGDLNKFLRAHGPD 
AMILVDGQPRQAKGEL 


71 


Tyrosine 


SYK/ZA 
P70 




Syk 


MEMAELGPLNKYLQQNRH 
V 


72 


Tyrosine 


SYK/ZA 
P70 




Zap70 


MEMAGGGPLHKFLVGKRE 
EI 


73 


Tyrosine 


TYK/JA 
K 




Jakl 


MEFLPSGSLKEYLPKNKNKI 


74 


Tyrosine 


TYK/JA 
K 




Jak2 


MEYLPYGSLRDYLQKHKER 
I 


75 


Tyrosine 


TYK/JA 
K 




Jak3 


MEYLPSGCLRDFLQRHRAR 
L 


76 


Tyrosine 


TYK/JA 
K 




Tyk2 


MEYVPLGSLRDYLPRHSI 


77 


Serine/Threonine 


IAK 




Iakl 


LEYAPLGTVYRELQKLSKF 



) 

Fi gure 1H 



78 


Serine/Threonine 


CHK 




Chkl 


LEYCSGGELFDRIEPDIGM 


79 


Serine/Threonine 


IKK 




IKK-1 


MEYCSGGDLRKLLNKPENC 
CGL 


80 


Serine/Threonine 


IKK 




IKK-2 


MEYCQGGDLRKYLNQFEN 
CCGL 


81 


Serine/Threonine 


DAPK 




DAPK 


LELVAGGELFDFLAEKESL 


82 


Tyrosine 


IRK 




IRK 


MELMAHGDLKSYLRSLRPE 
AENNPGRPPPTL 


83 


Serine/Threonine 


Activin/T 
GFbR 


TGFbR 


TGFbRH 


TAFHAKGNLQEYLTRHVI 


84 


Serine/Threonine 


Activin/T 
GFbR 


ACTR 


ACTRIIA 


TAFHEKGSLSDFLKANW 


85 


Serine/Threonine 


Activin/T 
GFbR 


ACTR 


ACTRIIB 


TAFHDKGSLTDYLKGNII 


86 


Serine/Threonine 


Activin/T 
GFbR 


ALK 


ALK1 


THYHEHGSLYDFLQRQTL 


87 


Serine/Threonine 


Activin/T 
GFbR 


ALK 


ALK2 


THYHEMGSLYDYLQLTTL 


88 


Serine/Threonine 


Activin/T 
GFbR 


ALK 


ALK3 


TDYHENGSLYDFLKCATL 


89 


Serine/Threonine 


Activin/T 
GFbR 


ALK 


ALK4 


SDYHEHGSLFDYLNRYTV 



Fi gure II 



89 


Serine/Threonine 


Activin/T 
GFbR 


ALK 


ALK5 


SDYHEHGSLFDYLNRYTV 


90 


Serine/Threonine 


Activin/T 
GFbR 


ALK 


ALK6 


TDYHENGSLYDYLKSTTL 


91 


Tyrosine 


DDR 




DDR1 


TD YMENGDLNQFL S AHQL 


92 


Tyrosine 


DDR 




DDR2 


TEYMENGDLNQFLSRHEP 


93 


Serine/Threonine 


ILK 




ILK 


THWMPYGSLYNVLHEGTNF 
W 


94 


Tyrosine 


MAPK 




INK 


MELMDANLCQVIQMEL 



a 

ru 



Fi gure 2A 



Protein Kinase 

c-Raf TQWCEGS SLYKHLHI ETKF 
Araf SNFSDATTIFH I VDSRW 

Braf Y * MWR MM* Y 

V V L 

cAPKa MEYVPGGEMF SHLRR I G R F 
cAPKb I QFLNAADLMFRI QHVRKW 
cAPKg LDWAT * IWYQMSQEHVY 
VN I S V YWKVKD LK I 

* MQ ITN NKKAL 

G L T S S M 

V N C 

EM 
T D 
* R 
T 



PKCa MEYVNGGDLMFH I QQVGKF 
PKCb IDFLTAAEI IYQLNDLRRW 
PKCg L*WIQ * MLWNM RKH Y 
PKCd V MS VV VKSK 

PKCe S C A 

PKCet N I 

PKCth E M 

T R 
* T 

Aktl/Raca MEYANGGELF FHL SRERVF 
Akt2/Racb I Q F V Q A A D I WW I T H D K I W 
DmRAC LDWI * M Y Y M K * LY 

VN L V V M 

* M 
G 

GSK3a LEYVPETVYRVARHYTKAKQ I I 
GSK3b IDFI DS IHKI IKQFSRTNLTL 
Sgg/zw3 M* WL * LF LV NWA LRNRM 
ASK-a V M MW ML N S Q I L V 

ASK-g M Q I MM 

B G G M VV 

V S 
G K 

CKIIa FEHVNNTDFKQLYQTL 
CXIIa' WDYIQQSEWRNIFNI I 
Y * F L * Y MW S M 

WM V MV 

V 



Fi gure 2B 



bARKl LDLMNGGDLHYHL S QHGVFNP GF 
bARK2 MTI IQAAEIRF IYNVDEDGFAW 
GRK1 IEML *MKW MTHLENPQW Y 

GRK4 VSVV V VF MAQAAY 

GRK5 * W I * I W 

GRK6 L Y 

M E 
D G 



CaMKI MQLVSGGELFDRI VEKGGY 
CaMKIIa FDI I TAADIWEDL I ARE YF 
CaMKIIb WNML * M Y * KMLD DFW 

CaMKIIg YEVM V EVMG AW 

■ CaMKHd I * * * * A 

L 

V 

Plk LELCRRRS L L E LHKRRKAL F 

Plxl I D I S KKGEMMA I LRA HSVW 

Polo M * Y SNKDINRYW N VVIY 
SNK V M PHATVAHMI K RKP 
CDC5 V HQ * IDVM Q ITM 

Sak FE VKFVGLQ 

Prk- WT QGWF MT 

Fnk D G * Y I 

Plol * L 

M 
R 
N 
G 

P78 MEYAS GGEVFDYLVAHGRM 

MARK1 LDFGTAAKIWEF I I G A K I 
MARK2 I*W D L Y * WM L L 

Pari V RM VM V 



CDK2 FEFLHQDLKKFMDAVALTGI 
CDK4 WDHVDNE I RTYLEKSPPPAL 
CDK6 Y*WIE *MTRWI * RAGES V 
YM * V S S V G I I M 
L M 
M V 
T D 



Fi gure 2C 



c-Src TEFMSKGS LLDFLKGETGKYL 

c-Yes MDYVNHAN I VNY I REG S RRAV 

Fyn S 'HI CN TMIEWM DPDKQDQ 

c-Fgr I WLAR QVMQ V NDEAGKI 

Lyn L E Q * ' ~ " ' 

Hck V T 

Lck Q 

Csk D 

Matk G 



S R G 


S VM 


T K A 


I L N 


Q A * 


A F 


A * 


NW 


* 


T E 




L R 




M I 




VM 




G 



Fak MELCTLGELRS FLQVRKYSL 

IDI SS IAD I KTWI N I KRF T I 
L * M M * M YML W M 
V V V V V M V 



c-Abl TEFMTYGNLLDYLRECNRQEV 
SDWI SFAQI I EF I KDSQKND I 
* Y L W MM * WM * * L 

V V V V M 



Tie IEYAPYGNLLDFLRKSRVLETDPAFAREHGT 

Tek TDFCRHADIVNYIHRNKHTFLQHHSDI ANSP 

PDGFR-b V*WSFF QMST WM KSK DSDF SNKPEKRRPE 

PDGFR-a L TKW EVIE V AT NAWS L CRDKAP KKR 

Fltl M GW * MQ GQ I EYVPYGERSLEMS 

Flt4 S Y TS TR L I * I EQ WGGDQQD 

Flkl * MM MNF Y * L K D F K 

EV WTW T M I * T * 



Y I S 


* VM 


R 


M 


T V 


I 


V 


G 


L 




* 


V 






N 






W 






Y 






A 



Tie STLYSNAL 
Tek AEFGLEPA 
PDGFR-b D I E KM V E G 
PDGFR-a KIRAVGD I 
Fltl R F D F T Q G M 

Flt4 G S I W I D * V 

Flkl T D M R I 

E L V L 
* MW M 
V Y A 
R K * 
W * 



) 



Fi gure 2D 

Fig " VEYASKGNLREYLQARRPPGLEYCYNP SHNP 
Bek I DCGARAQ I KDF I RGKK AMDLSFDINRVS 

FGFR-3 L * F T M * WMN P * FTPQTCKPT 

FGFR-4 M W G V VK I 

S V 



a 
m 

i 



a 

m 



Fig 


E Q L 






Bek 


GP M 






FGFR-3 


DN I 






FGFR-4 


A V 
* 






c-Met 


LPYMKHGDLRNF IRNE 


T HN P 


c-Sea 


I F I R A 


E I L HWL K AQ 


E R S 


Ron 


M WL C 


* MK Q YM S P 


QKQ 




V V S 


VI V Q D 


S T 






M T N 


D 






V G * 


N 

* 


EGFR 


TQLMPFG 


CLLDYVREH 


KD N I 


ErbB2 


S N Y L Y A 


S I IEHIHQN 


R G R L 


ErbB3 


I I L 


T MM * FLKDQ 


E AM 


ErbB4 


MV H 


V V WM N 


A Q V 




V W 




* K 




F I 




G 




W M 








V 







W 


WE G P 


S 


I 


* L T 


Q 


M 


MQ 


I 


V 


V 


L 




S 


M 




A 


T 



Ret VEYAKYGSLRGFLRESRKVGPGYLGSGGSRN 
I DFGRFAT I KAWI KDTKRI A AF I ATAATKQ 
L * W W M YM * L WM 

M V V M V 



Ret SS LDHPDERAL 

TTIE EDKGI 
M * * * M 
V V 



Figure 2V. 

Syk MEMAELGP LNKYLQQNRHV I 

Zap70 IDIGGGA I HRF I VGKKEEL 
L*L DI MQ WMNNQ DIM 
V V AM V V I A R * L V 

* V L M 

A M D 



H 
P 

a 

M 

m 
m 

m 
I 
f - 

r- 

m 



Jak2 
Jak3 
Tyk2 



MEFLP SGSLKEYLPKNKNKI 



IKK-1 
IKK-2 



I D Y I 

L * WM 
V V 



Y AC I RD F I QRHRE RL 



TM 
V 



1 WM N 

V~ 



Q S A 
T Q 
D 
G 
I 
L 



L E Y A P L G T V YR E L QKL S K F 

IDFG IAS I FKDINRI TRW 

M * W M LW*M M Y 

V V M V V 

LEYC SGGELFDRI EPDIGM 

I D F S T A AD I WE K L D ELAI 
M*W * M Y * M* *M L 

V V V V V 

MEYC S GGDLRKLLNKPENCCGL 
IDFSQAAE IKRYI QQFDQS SAI 
L * W T * M I M RW * M 
V.N V M V NY V 

V 
F 
W 

DAPK LELVAGGELFDFLAEKESL 
IDI I GAAD IWEWI GDRDT I 
M * ML * MY * YM * * M 

V VM V V V 

IRK MELMAHGDLKSYLRS LRPEAENNPGRP P P TL 

IDIIG AEIRTFIKTIK DGDQQ AK SI 
L * ML * M WM M * * M 

V V V V V V V 

TGFbRII TAFHAKGNLQEYLTRHVI 
ACTRIIA SGW ERAS I SDF I KAN I V 
ACTREB Y D QMT *WMS GQLL 

G TV VRK MM 



Figure 2F 



ALK1 THY 

ALK2 S D F 

ALK3 E W 

ALK4 * 
ALK5 
ALK6 



ehgsly: 

DMA T I F 
* N MW 

I V 

L 

V 

Q 



FLQRQTL 
Y I K L T S V 
WMNCA I 
V R S Y M 

KN 

I S 

MF 

VW 

T G 



Trk-NGFR FEYMRHGDLNRF LRSHGPDAKLLAGGEDVAP 
TrkB WDFIK AEIQKWIKA A EGVIMVEANPPTE 
TrkC Y*¥L *M YMT * MM I I D QERQA 

V V VG RVVLAD*ISD 

I M * * L N G 
L G MG * 

K 

Trk-NGFR P L L 
TrkB G E I 
TrkC A I M 

MV 

V 

D 



DDR1 TDYMENGDLNQFL SAHQL 
DDR2 SEF IDQAEI QNWI TR EP 
* WL * * M YMKNI 
V V V G D V 

* M 



ILK T HWM P Y G S L YN V L H E G T N F V V 

S FI FATIFQI I DASQWI I 
Y L W MW L M * Y L L 

M V MV MM 



.1 

Figure 3A 



Peptide N-tenninal C-terminal 
Aktl/Raca 

95 K014D001 Myristyl -GMEYANGGELF F HLSRERVF - NH2 
ALK1 

96K048D101 Myristyl- QTHYHE HGSLYDF LQRQTL -NH2 
Braf 

97K003D001 Acetyl-' K.KKKKKGGSS L YHHLHI I ETKF -NH2 

98 K003D101 Myristyl -GTQWSEGSSL YHHLHI I ETKF - NH2 
c-Abl 

JM 99K061D101 Myristyl- GT EF MT YGNLL DYLRECNRQEV -NH2 

5j 

SIS 100K073D101 Myristyl- GLPYMKHGDLRNFIRNETHNP -NH2 

# c-Raf 

§B 101 K001D101 Myristyl- GT QWS E GSSLYKHLHVQETKF . -NH2 

102K001D001 Acetyl.- S S LYKHLHVQE'TKF -NH2 
c-Sea 

fit 103 K074D101 Myristyl- GL PYMR HGDL RHF I RAQERSP ' -NH2 

2 c-grc 

104K051D101 Myristyl- GTEYMS KGSLL DF LKGETGKYL -NH2 

0 105K051D001 Acetyl- GS LL D!L KGE1TGKF L -NH2 

TO CDK2 

106K049D101 Myristyl- GF EF LHQDLKKF MDAS ALTGI -NH2 

107 K049D001 Acetyl -D!LKKFMD!ASALTGM - NH2 ' 

CDK4 

108K050D001 Acetyl- D!L RT YL DiKAP P P GL -NH2 

109K050D101 Myristyl- GF EHVD QDLRT YL DKAPPP GL -NH2 
CDK6 

110K089D101 Myristyl- GF EHVD QDLTT YL DKVPEPGV -NH2 
Chkl 

111K088D102 Myristyl- GEYS SGGELFDRI EPDIGM -NH2 

112K088D101 Myristyl- GEYAS GGELFDRI EPDIGM -NH2 
CKIIa 

113 K022D001 Acetyl- KKKKKG GNNTDF KQLYQTL -NH2 

114K022D101 Myristyl- GF EHVNNTDF KQL YQTL -NH2 



} 



Figure 3B 



csls 

115 K058D101 Myristyl- G T E Y MA KGSL VDYLRSRGRSVL -NH2 
116K058D001 Acetyl- GS L V D! L RSRGRS VL -NH2 
Fak 

117K060D101 Myristyl- GMEL S T LGELRS F LQVRKYSL -NH2 



118K071D10I Myristyl- GGNL RE F LRARRP PGLE -NH2 

119K071D001 Acetyl- GNLRE1F LRARRP P GLE! -NH2 

120K071D102 Myristyl- GVEYAAKGNLREF LRARRP PGLE -NH2 

#s& 121K071D901 Stearyl- GSFDTS KPPEEQL -NH2 
Flkl 

122 K068D101 Myristyl -GVEF S KF GNL S NF LRAKRNLFVP -NH2 

123K068D101 Myristyl- GGNL S NF LRAKRNLFVP -NH2 

P 124K068D001 Acetyl- GNLS NF LRAKRNLFVP . -NH2 

125K068D901 Stearyl- GRFR QG KDYVGE L -NH2 
GSK3b 

<3 126K018D003 Acetyl- KKKK KK G GGV A R H YS RAKQTLP -NEE 

*P 127K018D002 Acetyl- VARHYS RAKQTLP -NH2 

128K018D101 Myristyl- G D Y V P E T V Y R V A R H Y S R A K Q T L -NH2 

Q 129K018D001 Acetyl- RVARHY S RAKQT -NH2 

% Hck 

130K056D101 Myristyl- GTEF MAKGSLL DF LKSDEGSKQ -NH2 
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